
 Acq. Method      : D:
 
1-POS-3MIN.M

 Analysis Method  : D:
 
1-POS-3MIN.M

 Sample Info : *** No target masses specified ***  
 Method Info : Mobile Phase : A:water(0.01%TFA)  B:ACN(0.01%TFA)
               Gradient:5%B for 0.2min,increase to 95%B  within 1.3min,95%B for 1.5min,back to 5%B
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  Integration Results for DAD1 A, Sig=214,4 Ref=off

  RetTim    Width           Area         Height    Area%
|-------|--------|--------------|--------------|--------|
    1.46     0.02        1139.61         777.87   100.00

  Integration Results for DAD1 B, Sig=254,4 Ref=off

  RetTim    Width           Area         Height    Area%
|-------|--------|--------------|--------------|--------|
    1.46     0.02         424.23         298.93   100.00

 

Sample Name      : Lomefloxacin-01
 File D:\DATA\
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Ret. Time: 1.48         <<<< POSITIVE SPECTRA >>>>
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